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Sequence Alignment Across the Exon /Intron Border of KIT Exon 17 

Allele Gene Copy Sequence 
v." Exon 17 Intron 17 

I KITl AAT TAC GTG GTC AAA GGA AAC I GTG AGT ACC CAC GCT CTC CTG ACA GTC 

•}»k KIT2 |A* - 

I P KITl |G 

^ KITl |G ♦ 

2 i KITl !G * * 
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Ratio of normal to splice mutant KIT 
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Ratios for Landrace and Large White 
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Plot of Ct FAM vs Ct TFT for TaaM an based PCR 
anal ysis of porcine KIT spline m utation genotype 
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FAM Ct - Spline Mutation 'A' 
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